Table 1. The maize diversity panel for this project consists of both experimental inbreds and commercial hybrids.

	Name
	Type
	Source
	Maturity, days
	Seedling Vigor*

	B73
	NAM founder inbreds
	Maize Genetics Cooperation Stock Center
	 
	 

	B97
	
	
	
	

	CML103
	
	
	
	

	CML228
	
	
	
	

	CML247
	
	
	
	

	CML277
	
	
	
	

	CML322
	
	
	
	

	CML333
	
	
	
	

	CML52
	
	
	
	

	CML69
	
	
	
	

	Hp301
	
	
	
	

	Il14H
	
	
	
	

	KI11
	
	
	N/A
	N/A

	Ki3
	
	
	
	

	Ky21
	
	
	
	

	M162W
	
	
	
	

	M18W
	
	
	
	

	Mo17
	
	
	
	

	MS71
	
	
	
	

	NC350
	
	
	
	

	NC358
	
	
	
	

	Oh43
	
	
	
	

	Oh7b
	
	
	
	

	P39
	
	
	
	

	Tx303
	
	
	
	

	Tzi8
	
	
	 
	 

	71PM50
	Organic commercial hybrids
	Blue River Organic Hybrids
	82
	4

	58PM36
	
	
	96
	4

	40R73
	
	
	105
	4

	59H44
	
	
	108
	4

	43L96
	
	
	113
	4

	56M30
	
	
	94
	3

	76H50
	
	
	99
	3

	14A91
	
	
	102
	3

	67H19
	
	
	114
	3

	41R00
	
	
	116
	3


*Seedling vigor and maturation time assessed by the Blue River Organic Hybrids.
Table 2. The F. graminearum diversity panel for this project consists of isolates collected in upper New York States that have been tested for aggressiveness on maize seedlings in vitro.

	Isolate ID
	Host of Origin
	Collection Information
	Year
	Genotype
	ca. % MSB*
	

	Gz014NY98
	Wheat
	Varna, NY (1998)
	1998
	15-ADON
	70
	

	Gz835NY11
	Maize
	Union Springs, NY (2011)
	2011
	15-ADON
	22
	

	Gz978NY12
	Maize
	bulk sample, Ag Pride, NY
	2012
	15-ADON
	30
	

	Gz970NY12
	Maize
	bulk sample, Ag Pride, NY
	2012
	3-ADON
	59
	

	*Percent maize seedling blight incident determined from laboratory inoculation tests by Kuhnem et al., 2014
	





Figure 1. Natural variation of F. graminearum-induced changes in different benzoxazinoid compounds among selected maize NAM founder inbred lines is organ-specific.






Plants grown in germination pouches inoculated with F. graminearum strain ZTE-2A spore suspension (1.00E6 spores/mL). Tissue harvested 3 days post inoculation; p value calculated from two-tailed Student’s t test (*p<0.05; **p<0.01; ***p<0.001; n>4); error bars represent s. d.A. root DIMBOA-Glc; B. root HDMBOA-Glc; C. leaf DIMBOA-Glc; D. leaf HDMBOA-Glc.
Figure 2. A novel UV absorption peak representing a mixture of compound is observed and only observed in leaves of F. graminearum inoculated CML322 seedlings.
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Chromatograms obtained from ten-days old CML322 seedlings inoculated with F. graminearum strain ZTE-2A spore suspension (1.00E6 spores/mL; A) or 0.03% phytoagar (mock; B) 3 days post-inoculation. Retention time approximated from the original chromatogram, and benzoxazinoid peaks identified with pure standards: a, DIMBOA-Glc; b, DIMBOA; c, HDMBOA-Glc. The novel fungal induced peak is denoted with * in panel A. A peak at similar retention time in leaves of mock-inoculated CML322 seedlings (denoted by * in panel B) has a different chemical identity as suggested by their respective UV absorbance spectrum (inserts).


Figure 3. FgTRI5 is expressed in very low level on B73 root tissues inoculated with F. graminearum strain ZTE-2A.

[image: Main Drive:Users:admin:Desktop:Screen Shot 2014-11-21 at 8.45.49 PM.png]

Plants grown in germination pouches inoculated with F. graminearum strain ZTE-2A spore suspension (1.00E6 spores/mL). Tissue harvested 3 days post inoculation; error bars represent s. d. Expressions of F. graminearum α-tubulin genes and TRI5 gene measured relative to maize actin genes, and are not detected (N. D.) in mock-inoculated roots.(n = 3)




Mock Inoculated	25	6.8104964332026974	37.700812252523171	15.5	7	32.489373827453143	11.836375755147269	26.083983614754423	25	6.8104964332026974	37.700812252523171	15.5	7	32.489373827453143	11.836375755147269	26.083983614754423	B73	CML322	CML228	Ki3	Ki11	W22	Oh43	Oh7b	71	53.605500000000013	156.10949999999997	122.5	192	222.56620000000001	31.869404923526027	87.576965081208627	F. graminearum Inoculated	48	5.5051889461973209	68.600235113177959	32.5	26.5	38.794062482120502	42.522049534277549	71.501308077179701	48	5.5051889461973209	68.600235113177959	32.5	26.5	38.794062482120502	42.522049534277549	71.501308077179701	B73	CML322	CML228	Ki3	Ki11	W22	Oh43	Oh7b	76	15.616666666666672	168.26025000000001	138	244.5	212.52433333333346	84.082989403345167	118.14527869830478	
Peak Area (*1k)


Mock Inoculated	17	4.9182683266911535	6.5188174157587806	6	4.1500000000000009E-2	21.099228263137924	12.077887835468577	3.0956476254583833	17	4.9182683266911535	6.5188174157587806	6	4.1500000000000009E-2	21.099228263137924	12.077887835468577	3.0956476254583833	B73	CML322	CML228	Ki3	Ki11	W22	Oh43	Oh7b	61	17.015999999999988	15.896500000000007	18.5	4	98.264400000000023	73.35389296307855	21.178778438361519	F. graminearum Inoculated	8	1.4425277582540061	3.8418204452229849	3	0.5	11.410277186232866	8.2962054338673337	5.6421139208629745	8	1.4425277582540061	3.8418204452229849	3	0.5	11.410277186232866	8.2962054338673337	5.6421139208629745	B73	CML322	CML228	Ki3	Ki11	W22	Oh43	Oh7b	41	3.833333333333333	9.7785000000000011	7.5	1.5	68.180333333332896	52.613686080241123	21.336871860757231	
Peak Area (*1k)


Mock Inoculated	18	83	11	2.8	5.6696165191740366	18	83	11	2.8	5.6696165191740366	B73	CML322	CML228	Ki11	Oh43	31	228	41	14	18.197640069681785	F. graminearum Inoculated	16	54	47	13.4	25.688311688311686	16	54	47	13.4	25.688311688311686	B73	CML322	CML228	Ki11	Oh43	43	212	201	13.2	39.277056300860551	
Peak Area (*1k)


Mock Inoculated	18	70	24	1	4	18	70	24	1	4	B73	CML322	CML228	Ki11	Oh43	13	181	120	14.6	14	F. graminearum Inoculated	16	20	35	2.8	7.7777777777777768	16	20	35	2.8	7.7777777777777768	B73	CML322	CML228	Ki11	Oh43	14	31	137	13.2	24.888888888888893	
Peak Area (*1k)
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